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BIPOLAR, UNI DIRECTIONAL PROTEIN TRAJECTORIES 
f=0.25 Hz, IV, p=40 urn, w=10 urn, g=20 um 
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BIPOLAR, BI-DIRECTIONAL PROTEIN TRAJECTORIES 
f =0.25 Hz, IV, p=40 um, w=10 um, g=20 um 
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BIPOLAR, BI-DIRECTIONAL PROTEIN TRAJECTORIES 
f=0.25 Hz, IV, p=40 um, w=10 um, g=20 um 
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BIPOLAR, STAGNANT PROTEIN TRAJECTORIES 
f =0.25 Hz, IV, p=40 um, w=10 um, g=20 um, dc=50% 
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